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Fig S9

Ex vivo:

0

20

10

30

IL
-1

7
A

+
 (

%
)

IFNg-PE Cy7

IL
-1

7
A

 P
e
rC

P
C

y5
.5

untreated vancomycin

In vitro:

10

20

30

40

50

0

IL
-1

7
A

+
 (

%
)

0

5

10

15

IL
-1

7
A

 (
n

g
/m

L
)

Vancomycin (mg/mL)
0 1 10 100

A C

B 200

100

0

50

150

Vancomycin (mg/mL)
0 1 10 100

G
M

-C
S

F
 (

p
g

/m
L

)

100

150

200

50

0G
M

-C
S

F
 (

p
g

/m
L

)


